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1 IBAR-10744 Puccinia lygodii DA a(/5) &
BPI1020025 Desmella gymnogrammes D4fi~+()

2
VNEBERSY) & TBA-10002 Desmella aneimiae DAHiHSHIRN &
b= Bl 10h)

IBAR10744 Puccinia lygodii
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DQ354514 Puccinia caricis

cinia lygodii
IBAR10753 Puccinia lygodii
KM249867.1 Desmella an
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Uropyxidaceae
JF263490.1 Dasyspora segregari

TSHR 9884 Pileolaria klugkistiana ] Pileolariaceae
KM217351 ium deightonii -] Sphaerophragmiaceae
KJ716351 Phragmidium violaceum
TSHR 6868
DQ354537 Phakopsora pachyrhizi  _] Phakopsoraceae
Rust59 Tranzschelia discolor

} Phragmidiaceae

) o Uropyxidaceae
5 L— TSHR 11440 Tranzschelia pruni spinosae

7] Chaconiaceae
IBAR 9365 Di

Rust236 Ochropsora nambuana

toddaliae  _] Uropyxidaceae
TSHR 7963 Hyalopsora D
1 |' TSHR 7935 Milesina D

TSHR 7973 Hyalopsora D
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Pucdniastracea
99 | hgm3 Hyalopsora D
TSHR 7837 Pucciniastrum boehmeria

100 [— TSHR 11186 Melampsora coleosporioides

} Melampsoraceae
TSHR 6983 Melampsora epitea
99 TSHR 11710 Coleosporium asterum
TSHR 11316 Coleosporium plectranthi
8L TSHR 9970 Cronartium orientale ] Cronartiaceae

KJ716350 Mikronegeria fuchsiae ] Mikrogeneriaceae

] Coleosporiaceae
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